[Identification of nuclear polyhedrosis viruses by restriction analysis].
The restriction endonucleases Bam HI, Pst I, Sla I were used to study DNA of nuclear polyhedrosis virus (NPV) of bollworm, two NPV isolates of cabbage moth, NPV of black arches moth isolated from a natural population of caterpillars. The mean molecular sizes of virus genomes were calculated. Genotypic differences between two isolates of cabbage moth NPV were demonstrated. Heterogeneity of a natural isolate of black arches moth NPV was established.